MetaboChip-related SNP genotyping assays

FLJ22536
rs16901621 N 5 -TCCTTTCCAGGGTGCAAGTC-3 58 • C annealing 5 -ATCTTCATTCAGCCCCAGAC-3 IRX1 rs13186537 N 5 -ATTGAGGATTCATTTGTGGC-3 56 • C annealing 5 -AGCCCCTGTTTTTTACCTGTC-3 ME1 rs1145909 N 5 -CCATCCCACATTTATGCAG-3 58 • C annealing 5 -GCTTTTGGCAACCACTTTCTAG-3 EHD4 rs1704405 Y 5 -TCAGACTTCACAAAGTGGGAATTTGA-3 NA 5 -TTGCCACTGCCCTTTGTCT-3 Alzheimer-related SNP genotyping assays
SNPs not listed here were genotyped using pre-designed TaqMan SNP genotyping assays. The manufacturer's suggested assay conditions were used. NA, not applicable. SNP and rs1439568 is proportional to the intensity of red colouration. Blue peaks identify sites of recombination (right y-axis). C) Regional LD between rs1439568 and neighboring SNPs based on the HapMap CEU dataset. Each point represents a SNP and its height on the left y-axis indicates the strength of linkage disequilibrium between a particular SNP and rs1439568. Blue peaks correspond to sites of recombination (right y-axis). Data from panels A) and C) were generated using the hg18 build.
